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Abstract 

Background: The tumour–stroma ratio (TSR) is identified as a promising prognostic parameter for breast cancer, but 
the cutoff TSR value is mostly assessed by visual assessment, which lacks objective measurement. The aims of this 
study were to optimize the cutoff TSR value, and evaluate its prognosis value in patients with breast cancer both as 
continuous and categorical variables.

Methods: Major clinicopathological and follow-up data were collected for a series of patients with breast cancer. 
Tissue microarray images stained with cytokeratin immunohistochemistry were evaluated by automated quantitative 
image analysis algorithms to assess TSR. The potential cutoff point for TSR was optimized using maximally selected 
rank statistics. The association between TSR and 5-year disease-free survival (5-DFS) was assessed by Cox regression 
analysis. Kaplan–Meier analysis and log-rank test were used to assess the significance in survival analysis.

Results: The optimal cut-off TSR value was 33.5%. Using this cut-off point, categorical variable analysis found that low 
TSR (i.e., high stroma, TSR ≤ 33.5%) predicts poor outcomes for 5-DFS (hazard ratio [HR] = 2.82, 95% confidence inter-
val [CI] = 1.81–4.40, P = 0.000). When TSR was considered as a continuous parameter, results showed that increased 
stroma content was associated with worse 5-DFS (HR = 1.71, 95% CI = 1.34–2.18, P = 0.000). Similar results were also 
obtained in three molecular subtypes in continuous and categorical variable analyses. Moreover, in the Kaplan–Meier 
analysis, log-rank test showed that low TSR displayed a worse 5-DFS than high TSR (P = 0.000). Similar results were also 
obtained in patients with triple-negative breast cancer, human epidermal growth factor receptor 2 (HER2)-positive 
breast cancer, and luminal–HER2-negative breast cancer.

Conclusion: TSR is an independent predictor for 5-DFS in breast cancer with worse survival outcomes in low TSR. The 
prognostic value of TSR was also observed in other three molecular subtypes.
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Background
Breast cancer is the most common malignant tumor in 
women globally with an estimated 2.3 million new cases 
and more than 685,000 deaths worldwide in 2020 [1]. 
Although certain improvements have been achieved in 
personalizing therapy, the regular prognostic and predic-
tive parameters currently used to stratify disease risks 

have remained largely unchanged for nearly two decades. 
Optimizing risk stratification by searching more prog-
nostic factors to prevent overtreatment or undertreat-
ment is therefore essential.

The tumor microenvironment, also known as tumor-
associated stroma, refers to a complex mixture of 
non-tumor cells, including fibroblasts, immune cells, per-
icytes, and endothelial cells, which actively participate in 
the growth and progression of solid tumors [2]. Evidence 
suggested that tumorigenesis is controlled by the com-
plex interactions between stromal elements and cancer 
cells, and many in vivo and in vitro studies have shown 

Open Access

*Correspondence:  yuanjingping@whu.edu.cn

Department of Pathology, Renmin Hospital of Wuhan University, 238 
Jiefang-Road, Wuchang District, Wuhan 430060, People’s Republic of China

http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://crossmark.crossref.org/dialog/?doi=10.1186/s12885-022-10183-5&domain=pdf


Page 2 of 11Yan et al. BMC Cancer         (2022) 22:1082 

that tumor stroma plays a tumor-promoting role [3–5]. 
Tumor stroma promotes tumor progression and metas-
tasis by producing various nutrients, chemokines, growth 
factors, and cytokines [6]. In recent years, the tumor 
microenvironment has been actively incorporated in the 
search for new prognostic and predictive biomarkers. 
Tumor–stroma ratio (TSR) refers to the ratio of tumor 
stroma to cancer cells within the tumor tissue. TSR is a 
promising prognostic factor to assess the tumor micro-
environment. Previous studies have explored the prog-
nostic value of TSR in a range of invasive solid tumors, 
including primary colorectal carcinomas [7], epithelial 
ovarian cancer [8], gastric cancer [9], and breast cancer 
[10]. A majority of these previous studies demonstrated 
poor prognostic outcomes in patients with stroma-high 
tumors.

As a heterogeneous disease, breast cancer comprises 
multiple distinct subtypes that differ genetically, patho-
logically, and clinically. The heterogeneity among patients 
with breast cancer has attracted enormous interest in 
predictive and prognosis biomarkers, as these factors 
could effectively improve clinical decision-making in 
early-stage breast cancer. Previous studies have assessed 
the association between TSR and survival outcomes in 
patients with breast cancer; most of them suggested that 
patients with stroma-high tumor showed a relatively poor 
prognosis than patients with stroma-low tumor [10–13]. 
However, in luminal tumors, a recent study found that 
low TSR was associated with a favorable outcome [11]. 
Moreover, most of these previous studies employed a vis-
ual assessment approach using a predefined cutoff point 
of 50% stroma to divide patients into stroma-high or 
stroma-low group to assess TSR in whole tumor sections. 
Few studies have used automated quantitative image 
analysis algorithms to assess TSR, except for one recent 
study [11].

Considering the existence of a subjective element in 
visual assessment methods for TSR and inter-investigator 
variability, we employed a digital image-quantified analy-
sis to calculate TSR. The aims of this study were to use a 
digital image-quantified analysis algorithm to assess TSR 
and evaluate its clinical significance as categorical and 
continuous variables in survival outcomes among differ-
ent breast cancer subtypes.

Methods
Study population
The patients in the present study were selected from 
a clinical database consisting of patients with invasive 
breast cancer who were primarily treated with surgery at 
Renmin Hospital of Wuhan University between 2002 and 
2007. Major clinicopathologic characteristics, including 
age, menopausal status, histopathological grade, nodal 

status, estrogen receptor (ER) status, progesterone recep-
tor (PR) status, human epidermal growth factor recep-
tor-2 (HER-2) status, and tumor size, were obtained from 
pathological reports. Inclusion criteria were patients 
with follow-up data and hematoxylin and eosin (H&E) 
slides for primary breast tumors. Exclusion criteria were 
a history of cancer or the absence of major clinicopatho-
logic characteristics and resected tissue slides. A total of 
240 patients were included for analysis. This retrospec-
tive study was approved by the Ethics Committee of the 
Renmin Hospital of Wuhan University (approval no. 
WDRY2021-k153, date: 2021–09-26). Informed consent 
was waived by the Ethics Committee of the Renmin Hos-
pital of Wuhan University because of the retrospective 
nature of the study.

Tissue microarray (TMA) construction
TMA was constructed by a standard procedure in col-
laboration with Shanghai Aodo Biotechnology Co., Ltd. 
(Shanghai, China). After all donor tumors were examined 
on H&E slides, the tumor block representing the deep-
est tumor infiltration into the wall (i.e., the most invasive 
part of the primary tumor) was marked by an experi-
enced breast pathologist. Then, the corresponding areas 
in the paraffin block were marked. Two 3 × 1  mm2 cores 
were sampled from each donor tumor using punched 
cores and placed within the TMA block to ensure the 
reproducibility and homogenous staining of the slides. In 
this study, each TMA block contained 70 cylinders, and 
seven TMAs with 480 cores were constructed.

Immunohistochemical (IHC) staining
Cytokeratin (CK) IHC staining was used to distinguish 
tumor cells from stromal cells in the TMA. Paraffin sec-
tions with 4  µm thickness were cut, deparaffinized, and 
dehydrated according to the standard procedures. For 
antigen retrieval, sections were incubated with 0.01  M 
citrate buffer (pH 6.0) and microwaved at 90  °C for 
20  min. Next, the sections were blocked with 10% nor-
mal goat serum at 37 °C for 20 min to reduce background 
intensity. Subsequently, the sections were incubated with 
mouse anti-human CK monoclonal antibody (species: 
mouse; dilution 1:100; ZSGB-BIO, Beijing, China) over-
night at 4  °C. The slides were washed in TBS, treated 
with horseradish peroxidase-labeled anti-mouse anti-
bodies (species: goat) for 20  min at room temperature 
and dripped with 3,3-diaminobenzidine (dilution: 1:500; 
DAKO, Denmark). The sections were counterstained 
with hematoxylin, sealed with resin mount, and digitally 
scanned at × 20 magnification using a KF-PRO-005 scan-
ner (KFBIO company, Ningbo City, China).
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TSR assessment
Digital image processing was preformed using the open-
source computer vision library, OpenCV (https:// opencv. 
org/), which provides many general algorithms for com-
puter vision process and machine learning. A morphol-
ogy-based pathological image segmentation algorithm 
was used to segment the tumor epithelium and stroma. 
Image pre-processing was applied by Gaussian filter 
to reduce the effect of noise. Edge detection was per-
formed to find out the contours of the tissue area. The 
area outside the outline was regarded as the background 
and excluded from analysis. A distinct difference in hue 
was found between the tumor (brown) and stroma (off-
white). According to the rule of color space distribution, 
all images were converted from red–green–blue to hue–
saturation–value though color space transformation, 
and the hue channel was selected to generate gray-scale 
images. Otsu method (maximal variance between-class) 
was implemented to find the optimal threshold for image 
binarization automatically. The localized holes and dis-
crete spots caused by tissue distribution can be overcome 
by repairing holes with dilation operations and removing 
speckles with erosion operations. Lastly, the region with 
a pixel values of 255 and 0 represent the tumor and stro-
mal region, respectively. Data output by OpenCV pro-
vided the area and percentage values of tumor epithelium 
and stroma in each TMA core. The one with the highest 
proportion of matrix between the two TMA cores was 
recorded as the final result. TSR is defined as area tumor /
(area tumor + area stroma) × 100%.

Statistical analysis
IBM SPSS statistics (version 23.0) and R (version 4.2.0) 
were used to perform statistical analyses. The endpoint 
of interest in this study was disease-free survival (DFS), 
which is defined as the total survival time from the date 
of surgery to the local, regional, or distant recurrence of 
breast cancer. Patients who died without a recurrence or 
were lost to follow-up were censored. Breast cancer sub-
types were classified into human epidermal growth factor 
receptor 2 (HER2)-positive breast cancer, triple-nega-
tive breast cancer (TNBC), and luminal-HER2-negative 
breast cancer based on IHC (for ER and PR) and in situ 
hybridization (HER2 2 +). The hormone receptor-posi-
tive (luminal) subtype was not divided into luminal A or 
luminal B-like tumors because of the limit of sample size.

For categorical variable analysis, the maximally 
selected rank statistics [14] was used to identify the 
potential TSR cutoff point. This point was chosen to 
divide the patients into stroma-low and stroma-high 
tumors associated with differences in 5-year disease-
free survival (5-DFS). The correlations between TSR 

categories and major clinicopathologic characteris-
tics were assessed by χ2 test. Univariate and multivari-
ate analyses of DFS were assessed by Cox regression 
model. The hazard ratios (HRs) for continuous TSR 
variable units for 5-DFS were reported for units of 10%. 
The 95% confidence intervals (CIs) and HRs for Cox 
regression were calculated using the built-in function 
of the SPSS software. In multivariate regression analy-
sis models, the covariates were age (≤ 50 vs > 50), tumor 
size (T1 vs T2 vs T3), nodal status (positive vs nega-
tive), histopathological grade (I vs II vs III), ER status 
(positive vs negative), PR status (positive vs negative), 
HER-2 status (positive vs negative), and menopausal 
status (premenopausal vs postmenopausal). Kaplan–
Meier analysis and log-rank test were used to assess the 
significance in survival analysis. All P values were two 
sided, and a P-value less than 0.05 was considered sta-
tistically significant in all comparisons.

Results
Patients characteristics
Approximately 462 patients with invasive breast cancer 
were identified. Among the 462 patients, 222 patients 
were excluded for the following reasons: a history of 
cancer, recurrent or metastatic breast cancer, absence 
of major clinicopathologic characteristics or resected 
tissue slides, and absence of follow-up data. In total, 
240 female patients with breast cancer were included 
in the present analysis. Among the 240 cases, 63 
(26.3%) were TNBC, 61 (25.4%) were HER2-positive 
breast cancer, and 116 (48.3%) were luminal-HER2-
negative tumors. The median age at the time of diag-
nosis was 49 years (age range 29–78 years). All patients 
were followed up for 60 months, the median follow-up 
period was 46  months (range 2–60  months), and the 
5-DFS rate was 62.0%. The median survival period for 
TNBC and HER2-positive breast cancer were 51 and 
56  months, respectively. The median survival period 
for luminal–HER2- negative breast cancer was not 
reached.

TSR evaluation
Patients were divided into stroma-low (TSR > 33.5%) and 
stroma-high (TSR ≤ 33.5%) groups according to the opti-
mal cutoff point determined for the total cohort (Fig. 1). 
Based on the cutoff point, 153 (63.75%) patients were 
determined to be stroma-low (high TSR) cases and 87 
(36.25%) patients were determined to be stroma-high 
(low TSR) cases. Representative examples of high and low 
TSR images produced by the pixel classifier in OpenCV 
are shown in Fig. 2.

https://opencv.org/
https://opencv.org/
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Correlation between TSR and clinical pathological 
parameters
The correlation between TSR and clinical pathologi-
cal parameters is shown in Table 1. Among the included 
clinical pathological parameters, TSR was significantly 
correlated with ER status (P = 0.005) and PR status 

(P = 0.035), and tumor size had marginally statistical dif-
ference between the low and high TSR groups (P = 0.051). 
Other clinical pathological parameters, including age 
(P = 0.578), menopausal status (P = 0.075), histopatho-
logical grade (P = 0.512), molecular subtypes (P = 0.91), 
nodal status (P = 0.079), and HER-2 status (P = 0.132) did 

Fig. 1 The cutoff point determination analysis. The optimal cutoff point to divide TSR as stroma-low and stroma-high were determined by 
maximally elected rank statistics method

Fig. 2 Representative IHC staining image and the corresponding segmented image of tumor epithelium (blue) using the pixel classifier algorithm 
in OpenCV. A, C The examples of low TSR (i.e., stroma-high, × 100) and B, D high TSR (i.e., stroma-low, × 100) tumor
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not show statistical differences between the low and high 
TSR groups.

Prognostic value of TSR as a continuous variable
The prognostic value of TSR as a continuous variable 
for 5-DFS was assessed by Cox proportional hazards in 
all of the breast cancer series. In univariate analysis, TSR 
was not significantly associated with 5-DFS in TNBC 
(HR = 1.33, 95% CI = 0.98–1.80, P = 0.071), HER2-
positive breast cancer (HR = 1.32, 95% CI = 0.95–1.82, 
P = 0.095), or luminal– HER2-negative breast cancer 
(HR = 1.30, 95% CI = 0.89–1.91, P = 0.176; Fig.  3A). By 
contrast, in the total breast cancer series, patients with 
increased tumor-stromal content displayed a signifi-
cantly shorter DFS compared with patients with lower 

tumor-stromal content (HR = 1.36, 95% CI = 1.13–1.65, 
P = 0.001; Fig. 3A).

In the multivariable analysis, patients with increased 
tumor-stromal content in the TNBC group showed 
significantly shorter DFS than patients with lower 
tumor-stromal content (HR = 1.80, 95% CI = 1.15–2.82, 
P = 0.010; Fig.  3B). Similarly, increased tumor-stromal 
content in patients with HER2-positive breast can-
cer resulted in a markedly shorter DFS than lower 
tumor-stromal content (HR = 2.12, 95% CI = 1.26–3.58, 
P = 0.005; Fig. 3B). Tumor-stromal content was also sig-
nificantly associated with a shorter DFS in patients with 
luminal–HER2-negative breast cancer (HR = 1.66, 95% 
CI = 1.06–2.62, P = 0.027; Fig.  3B). In addition, in the 
total breast cancer series, patients with increased tumor-
stromal content displayed a significantly shorter DFS 

Table 1 Baseline parameters and distribution of TSR in clinico-pathological subgroups

Characteristics Number of 
patients

Stroma-low Stroma-high χ2 value P value

N % N %

Age 

  ≤ 50 149 97 63.4% 52 59.8% 0.310 0.578

  > 50 91 56 36.6% 35 40.2%

Histopathological Grade

 I 40 27 17.6% 13 14.9% 1.338 0.512

 II 141 92 60.1% 49 56.3%

 III 59 34 22.2% 25 28.7%

Molecular subtypes

 TNBC 63 37 24.2% 26 29.9% 4.799 0.091

 HER-2 positive 61 34 22.2% 27 31.0%

 Luminal-HER2-negative 116 82 53.6% 34 39.1%

Nodal status

 Positive 131 77 50.3% 54 62.1% 3.085 0.079

 Negative 109 76 49.7% 33 37.9%

ER status

 Positive 106 78 51.0% 28 32.2% 7.946 0.005

 Negative 134 75 49.0% 59 67.8%

HER-2 status

 Positive 61 34 22.2% 27 31.0% 2.272 0.132

 Negative 179 119 77.8% 60 69.0%

PR status

 Positive 107 76 49.7% 31 35.6% 4.426 0.035

 Negative 133 77 50.3% 56 64.4%

Menopausal status

 Premenopausal 134 92 60.1% 42 48.3% 3.161 0.075

 Postmenopausal 106 61 39.9% 45 51.7%

Tumor size (in cm)

 T1 (T ≤ 2) 35 21 13.7% 14 16.1% 5.945 0.051

 T2 (2 < T ≤ 5) 162 111 72.5% 51 58.6%

 T3 (T > 5) 43 21 13.7% 22 25.3%
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compared with patients with lower tumor-stromal con-
tent (HR = 1.71, 95% CI = 1.34–2.18, P = 0.000; Fig. 3B).

The prognostic value of TSR as a categorical variable
When TSR was assessed as a categorical variable 
(Table  2), the Cox proportional hazards model dem-
onstrated that low TSR (i.e., stroma-high) predicts 
poor outcomes for 5-DFS in univariate (HR = 2.69, 95% 
CI = 1.78–4.06, P = 0.000) and multivariate analyses 
(HR = 2.82, 95% CI = 1.81–4.40, P = 0.000). Similarly, 
low TSR was also associated with poor outcomes for 
5-DFS both in univariate and multivariate analyses for 
HER2-positive breast cancer and TNBC (Supplementary 
Tables 1 and 2). By contrast, in luminal–HER2-negative 
breast cancer, 5-DFS did not show significant differences 
between the low TSR and high TSR groups in the uni-
variate analysis model. However, in multivariate analy-
sis, 5-DFS showed a remarkable difference in favor of 
stroma-low tumors after adjusted for confounders (Sup-
plementary Table  3). These results suggested that TSR 
is an independent prognostic factor for breast cancer 
5-DFS in the model independent of age, lymph node sta-
tus, histopathological grade, ER status, PR status, HER-2 
status, menopausal status, and tumor size.

Next, the total breast cancer series and the three sub-
groups, including HER2-positive breast cancer, TNBC, 

and luminal-HER2-negative breast cancer, were included 
in the Kaplan–Meier analyses. Log-rank test showed that 
patients with stroma-high tumor (low TSR) displayed a 
worse survival in the total breast cancer series (P = 0.000, 
Fig. 4A). Similarly, patients with stroma-high tumor (low 
TSR) also displayed a worse prognosis in HER2-positive 
breast cancer, TNBC, and luminal-HER2-negative breast 
cancer (all P < 0.05, Fig. 4B-D).

Discussion
Growing evidence highlights the importance of tumor 
microenvironment in tumor progression [15–17]. The 
tumor microenvironment, especially the tumor stroma, 
has been recognized as an important driver of tumor 
progression [18]. However, indicators of tumor stroma 
have not yet been integrated into routine clinical deci-
sion-making. A novel parameter reflecting the content of 
tumor-associated stroma is TSR, which has been exten-
sively described as a rich source of prognostic informa-
tion for various solid cancer types. The biological role of 
TSR is recorded in different cancer types [19–21]. Previ-
ous research has focused on the prognostic effect of TSR, 
as a high proportion of tumor stroma is often associated 
with poor prognosis [22, 23]. However, the results were 
not always consistent in different molecular subtypes.

Fig. 3 The prognostic value of TSR as a continuous variable. P values have been obtained from Cox-regression analysis. A Disease-free survival by 
univariate analysis (B) and multivariate analysis including all baseline parameters; TNBC = triple-negative breast cancer
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In the present study, the prognostic value of TSR was 
assessed in 240 patients with breast cancer, and the clini-
cally relevant subgroups for breast cancer prognosis were 
analyzed. The main findings of this study are as follows. 
First, patients with a stroma-high tumors (low TSR) had 
worse survival outcomes compared with patients with 
stroma-low tumors (high TSR). Second, the prognostic 
value of TSR was not affected by age at onset, histopatho-
logical grade, lymph node status, ER status, PR status, 
HER2 status, menopausal status, or tumor size. Third, 
subgroup analysis according to the molecular subtypes 
suggested that the prognostic significance of TSR in the 
HER2-positive breast cancer, TNBC, and luminal-HER2-
negative breast cancer subgroups did not differ from the 
prognostic value in the total breast cancer series. Fourth, 
TSR was a continuous variable. Categorical and continu-
ous variable analyses were performed on TSR, and both 
analyses gave similar results on the performance of TSR 
for prognosis prediction.

The prognostic value of TSR in breast cancer has 
been reported in several studies. TSR was first identi-
fied as a prognostic factor in breast cancer by Kruijf 
et al, who demonstrated that patients with stroma-rich 
tumors, especially TNBC, have a higher risk of recur-
rence [24]. Dekker et al. assessed the prognostic value 
of TSR in premenopausal patients with breast cancer 
with node-negative status, the results indicated that 
TSR is an independent prognostic parameter for DFS 
and is independently associated with locoregional 
recurrence; this finding validated the prognostic value 
of TSR in breast cancer [25]. The prognostic value of 
TSR was also confirmed in ER-positive breast cancer 
[26] and inflammatory breast cancer [27]. In line with 
these previous studies, our research revealed that TSR 
was positively associated with 5-DFS, and patients 
with stroma-high tumors (low TSR) have worse sur-
vival outcomes than patients with stroma-low tumors 
(high TSR).When TSR was assessed as a categorical 

Table 2 Univariate and multivariate analysis of the Breast Cancer disease-free survival by Cox regression analysis

Characteristics Number of patients Univariable analysis Multivariable analysis

HR(95%CI) P value HR(95%CI) P value

Age

240 0.99(0.97–1.01) 0.369 0.98(0.95–1.02) 0.394

Histopathological Grade

 I 40 ref ref

 II 141 3.21(1.15–8.98) 0.026 1.69(0.59–4.87) 0.327

 III 59 15.28(5.48–42.59) 0.000 5.92(1.98–17.74) 0.001

Nodal status

 Negative 109 ref ref

 Positive 131 5.04(2.97–8.54) 0.000 3.78(2.17–6.60) 0.000

ER status

 Negative 134 ref ref

 Positive 106 0.56(0.38–0.83) 0.004 0.95(0.63–1.43) 0.796

HER-2 status

 Negative 189 ref ref

 Positive 51 1.95(1.26–3.01) 0.003 1.78(1.09–2.89) 0.020

PR status

 Negative 133 ref ref

 Positive 107 0.66(0.50–0.88) 0.005 1.00(0.72–1.40) 0.986

Menopausal status

 Premenopausal 134 ref ref

 Postmenopausal 106 1.41(0.934–2.12) 0.103 1.45(0.76–2.79) 0.261

Tumor size (in cm)

 T1 (T ≤ 2) 35 ref ref

 T2 (2 < T ≤ 5) 162 3.62(1.31–9.95) 0.013 3.23(1.16–8.99) 0.025

 T3 (T > 5) 43 8.31(2.90–23.79) 0.000 4.26(1.45–12.53) 0.009

TSR

 Stroma-low 153 ref ref

 Stroma-high 87 2.69(1.78–4.06) 0.000 2.82(1.81–4.40) 0.000
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variable, univariate and multivariate analyses showed 
that TSR was associated with 5-DFS. When TSR was 
analyzed as a continuous variable, univariate and mul-
tivariate analyses revealed that TSR was associated 
with 5-DFS in the total breast cancer series. However, 
in the subgroup analysis, TSR was not statistically sig-
nificant in all of the three subtypes in the univariate 
analyses but was significant in the multivariate analy-
sis. The different outcomes could be because some 
clinical pathological parameters were not considered 
in the univariate analysis. The meaningless values 
may be caused by confounding factors [28]. Multivari-
ate analysis considers the influence of multiple factors 
and excludes confounding factors, resulting in differ-
ent results. Moreover, multivariable analysis showed 
that histopathological grade, nodal status, tumor size, 
HER-2 status, and TSR were independent prognostic 
factors of breast cancer.

According to the recommended TSR evaluation 
method, the tissue section with the most invasive part 
of the primary tumor should be selected to evaluate TSR 
[24, 29]. TMAs can quantify features and emphasize the 
extent of the tumor-stroma interface, it is also suitable for 
large sample detection, computer recognition, and auto-
matic analysis [30]. In the process of TMA construction, 
the tumor block representing the deepest tumor infiltra-
tion into the wall was selected, and two cores were sam-
pled from each donor tumor to ensure the reproducibility 
and homogenous staining of the slides. These conditions 
can make the TSR evaluation results more objective and 
accurate.

A reliable tumor area assessment method is the 
basis for exploring the prognostic value of TSR. Vis-
ual inspection by experienced pathologists [31] and 
computer assessment analysis [11] are the two main 
methods for assessing TSR. Currently, TSR is largely 

Fig. 4 Kaplan–Meier analyses for prognosis of breast cancer patients with stroma-high and stroma-low in different molecular subtypes. A 
Disease-free survival in all type of breast cancer. B Disease-free survival in HER2-positive breast cancer. C Disease-free survival in TNBC. D 
Disease-free survival in luminal–HER2-negative breast cancer. P values were derived from log-rank test; TNBC = triple- negative breast cancer. 
HR = hazard ratio
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assessed in the H&E staining section, which may 
not accurately identify the boundary of tumor nests 
because of the low contrast between tumor and stroma 
in some regions. These factors may affect the reproduc-
ibility of results and make accurate identification and 
analysis difficult. CK IHC staining can label tumor cells 
and can be used to distinguish tumor cells from stro-
mal cells [32]. Therefore, the IHC staining of CK was 
used to specifically label tumor cells in this study, and 
the results showed a strong color contrast, in which 
tumor cells were marked in brown and tumor stroma 
were marked in off-white. Digital image quantification 
analysis was applied to TSR assessment based on the 
IHC staining of CK. In this study, the optimal cut-off 
TSR value was 0.335, which corresponds to approxi-
mately 66.5% of stroma and 33.5% of tumor. The stro-
mal value cut-point of 66.5% was slightly higher than 
the predefined cut-point for 50% stroma in other stud-
ies. These results are similar to a previous study, which 
found that in colorectal cancer, the cutoff point of 
stroma value based on convolutional neural networks is 
higher than the 50% stroma visual assessment [33]. The 
differences in cutoff points between visual assessment 
and computer assessment suggested that there may be a 
common discrepancy between humans and computers 
when evaluating tumor pathology images.

In our study, the optimal cut-off TSR value determined 
by maximally selected rank statistics, which was used 
to distinguish the stroma-low and stroma-high groups. 
However, it should be emphasized that the proportion 
of tumor stromal content is a continuous variable, which 
can reach any proportion from 0% to nearly 100%. This 
suggests that TSR is a continuous parameter of tumor 
cell interaction with stromal components rather than a 
marker of a specific tumor subtype. In other words, TSR 
could be viewed as an indirect measure of the stroma’s 
contribution to malignant progression, which might be 
similar to the proliferation marker Ki67 to some extent. 
The results of the continuous variable analysis of TSR 
were consistent with a previous study, showing that in 
endometrial carcinoma, TSR is associated with poorer 
survival outcomes when used as a continuous variable 
[34]. The continuous analysis of tumor stromal content 
is more relevant from a statistical point of view and pro-
vides a more accurate description of tumor biological 
behavior. In future research, if TSR can be automati-
cally quantified from H&E sections, it will give a more 
accurate description of tumor biology, which will lead 
to more accurate individualized treatment and progno-
sis prediction for patients. Nonetheless, dividing TSR 
into stroma-high and stroma-low groups might be more 
practical for future clinical applications, because clinical 
trials are easier to implement in groups of patients based 

on categorical variables. Therefore, in the present study, 
continuous and categorical variables were analysed, and 
both analyses gave similar prognostic prediction results.

Another important question is how the tumor stroma 
contributes to the prognosis of breast cancer. It is known 
that TSR is composed of fibroblasts, immune cells, 
endothelial cells, and other supporting cells. These cells 
could be recruited by cancer cells from nearby endog-
enous host stroma, which could in turn promote tumor 
angiogenesis, proliferation, metastasis, and invasion [35]. 
Previous studies have identified events that occur in the 
stromal compartment during carcinogenesis, including 
fibroblast recruitment, stroma remodeling, immune cells 
migration, and angiogenesis, which may influence tumor 
progression [36, 37]. To date, studies on the effect of 
tumor-associated stroma on epithelial tumor progression 
have largely focused on functional in vitro studies. Can-
cer-associated fibroblasts is one of the factors critically 
involved in cancer progression. They regulate the biologi-
cal function of stromal and tumor cells via intercellular 
contact, synthesize and remodel the extracellular matrix, 
elevate the proliferation rate, release numerous cytokines 
(such as vascular endothelial growth factor and stromal 
cell-derived factor 1) that lead to angiogenesis, and thus 
promote cancer initiation and development [37, 38]. 
These tumor-associated stromal cells also secrete a num-
ber of pro-tumorigenic factors, such as stromal-derived 
factor-1α, IL-6, IL-8, vascular endothelial growth factor, 
matrix metalloproteinases, and tenascin-C. These factors 
recruit additional tumor and pro-tumorigenic cells into 
the developing microenvironment, which may in turn 
contribute to tumor progression [38].

However, several limitations should be recognized in 
the present study. First, the present cohort was retro-
spectively assembled. The number of patients included 
in this study was relatively small, especially the num-
ber of patients with TNBC and HER2-positive breast 
cancer. Second, a period of 10 or 15 years is commonly 
used in breast cancer research. The follow-up period 
of this study was not long enough owing to the lack of 
available follow-up data. Previous study found that the 
high-risk period of breast cancer recurrence is 1–2 years 
after surgery, and the risk of recurrence decreases rap-
idly within 2–5  years and returns to a stable period 
within 5–12  years [39]. These findings indicated that 
5-DFS might reflect the primary endpoint to some 
extent. Third, although the most invasive parts of the 
primary tumors were selected to construct the TMAs, 
it might not be representative for the amount of stroma 
in the entire resected tissue specimen, as different sam-
pling approaches would remarkably impact TSR. Future 
whole-slide H&E-stained image analysis could reduce 
or eliminate variations in the TSR assessment results. 
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Therefore, a large, updated retrospective study, which 
takes into account an appropriate follow-up period, and/
or a prospective cohort study with TSR values evaluated 
on whole-slide H&E-stained images should be imple-
mented to validate the prognostic value of TSR in the 
next clinical implementation.

Conclusion
In summary, the results showed that digital image-quan-
tified analysis estimation of TSR using TMA validates the 
findings that low TSR is an independent factor for poor 
prognosis in breast cancer. Moreover, the prognosis value 
of TSR was not affected by age at onset, histopathologi-
cal grade, lymph node status, ER status, PR status, HER2 
status, menopausal status, or tumor size. Further large 
prospective cohort studies combined with molecular 
biological mechanism studies should be implemented to 
validate the prognostic value of TSR in the next clinical 
implementation.

Abbreviations
TSR: Tumor-stroma ratio; ER: Estrogen receptor; PR: Progesterone receptor; 
HER-2: Human epidermal growth factor receptor-2; TMA: Tissue Microarray; 
H&E: Hematoxylin and eosin; 5-DFS: 5-Year disease-free survival; TNBC: Triple-
Negative Breast Cancer; HR: Hazard ratio.

Supplementary Information
The online version contains supplementary material available at https:// doi. 
org/ 10. 1186/ s12885- 022- 10183-5.

Additional file 1. 

Acknowledgements
We are grateful for the excellent algorithmic assistance by Xiuheng Yin from 
School of Mathematics and Statistics, Wuhan University, Wuhan, China.

Disclosure statement
The authors declare that they have no conflicts of Interest.

Authors’ contributions
All authors contributed to the study conception and design. Dandan Yan 
and Jingping Yuan designed of the study; Dandan Yan, Xianli Ju, and Bin 
Luo performed the clinical data extraction and checking; Huihua He and 
Jingping Yuan constructed the Tissue Microarrays and IHC staining; Dandan 
Yan and Honglin Yan performed TSR assessment; Dandan Yan and Feng Guan 
performed the statistical analysis; Dandan Yan drafted the article; Honglin Yan 
and Jingping Yuan revised the manuscript; All authors read and approved the 
final manuscript.

Funding
We appreciate the contribution of all the members participating in this study. 
This work was financially supported by the National Natural Science Founda-
tion of China (82003490), and the Fundamental Research Funds for the Central 
Universities (No. 2042020kf0119).

Availability of data and materials
The data used to support the findings of this study are available from the cor-
responding authors upon request. Data use is subject to the approval of the 
Ethics Committee of the Renmi Hospital of Wuhan University.

Declarations

Ethics approval and consent to participate
This retrospective study was approved by the Ethics Committee of the Renmin 
Hospital of Wuhan University (approval no. WDRY2021-K153 date: 2021–09-
26). All methods were carried out in accordance with relevant guidelines and 
regulations. All experimental protocols were approved by the Ethics Com-
mittee of the Renmin Hospital of Wuhan University. The First Clinical College 
of Wuhan University and Ethics Committee approved the collection, analysis, 
and publication of the data. Due to the retrospective nature of the study, 
the informed consent was waived by the Ethics Committee of the Renmin 
Hospital of Wuhan University.

Consent for publication
Not applicable.

Competing interests
The authors declare that they have no competing interests.

Received: 14 June 2022   Accepted: 13 October 2022

References
 1. Sung H, Ferlay J, Siegel RL, Laversanne M, Soerjomataram I, Jemal A, et al. 

Global Cancer Statistics 2020: GLOBOCAN Estimates of Incidence and 
Mortality Worldwide for 36 Cancers in 185 Countries. CA Cancer J Clin. 
2021;71(3):209–49. https:// doi. org/ 10. 3322/ caac. 21660.

 2. Kumari S, Advani D, Sharma S, Ambasta RK, Kumar P. Combinatorial 
therapy in tumor microenvironment: Where do we stand? Biochim 
Biophys Acta Rev Cancer. 2021;1876(2):188585. https:// doi. org/ 10. 1016/j. 
bbcan. 2021. 188585.

 3. Gagliano T, Shah K, Gargani S, Lao L, Alsaleem M, Chen J, et al. PIK3Cdelta 
expression by fibroblasts promotes triple-negative breast cancer progres-
sion. J Clin Invest. 2020;130(6):3188–204. https:// doi. org/ 10. 1172/ JCI12 
8313.

 4. Strell C, Paulsson J, Jin SB, Tobin NP, Mezheyeuski A, Roswall P, et al. 
Impact of Epithelial-Stromal Interactions on Peritumoral Fibroblasts in 
Ductal Carcinoma in Situ. J Natl Cancer Inst. 2019;111(9):983–95. https:// 
doi. org/ 10. 1093/ jnci/ djy234.

 5. Dauer P, Zhao X, Gupta VK, Sharma N, Kesh K, Gnamlin P, et al. Inactiva-
tion of Cancer-Associated-Fibroblasts Disrupts Oncogenic Signaling 
in Pancreatic Cancer Cells and Promotes Its Regression. Cancer Res. 
2018;78(5):1321–33. https:// doi. org/ 10. 1158/ 0008- 5472. CAN- 17- 2320.

 6. Goto H, Shimono Y, Funakoshi Y, Imamura Y, Toyoda M, Kiyota N, et al. 
Adipose-derived stem cells enhance human breast cancer growth 
and cancer stem cell-like properties through adipsin. Oncogene. 
2019;38(6):767–79. https:// doi. org/ 10. 1038/ s41388- 018- 0477-8.

 7. Mesker WE, Junggeburt JM, Szuhai K, de Heer P, Morreau H, Tanke HJ, 
et al. The carcinoma-stromal ratio of colon carcinoma is an independent 
factor for survival compared to lymph node status and tumor stage. Cell 
Oncol. 2007;29(5):387–98. https:// doi. org/ 10. 1155/ 2007/ 175276.

 8. Chen Y, Zhang L, Liu W, Liu X. Prognostic Significance of the 
Tumor-Stroma Ratio in Epithelial Ovarian Cancer. Biomed Res Int. 
2015;2015:589301. https:// doi. org/ 10. 1155/ 2015/ 589301.

 9. Aurello P, Berardi G, Giulitti D, Palumbo A, Tierno SM, Nigri G, et al. Tumor-
Stroma Ratio is an independent predictor for overall survival and disease 
free survival in gastric cancer patients. Surgeon. 2017;15(6):329–35. 
https:// doi. org/ 10. 1016/j. surge. 2017. 05. 007.

 10. Vangangelt K, Green AR, Heemskerk I, Cohen D, van Pelt GW, Sobral-
Leite M, et al. The prognostic value of the tumor-stroma ratio is most 
discriminative in patients with grade III or triple-negative breast cancer. 
Int J Cancer. 2020;146(8):2296–304. https:// doi. org/ 10. 1002/ ijc. 32857.

 11. Millar EK, Browne LH, Beretov J, Lee K, Lynch J, Swarbrick A, et al. Tumour 
Stroma Ratio Assessment Using Digital Image Analysis Predicts Survival in 
Triple Negative and Luminal Breast Cancer. Cancers (Basel). 2020;12(12). 
https:// doi. org/ 10. 3390/ cance rs121 23749

 12. Vangangelt K, van Pelt GW, Engels CC, Putter H, Liefers GJ, Smit V, et al. 
Prognostic value of tumor-stroma ratio combined with the immune 

https://doi.org/10.1186/s12885-022-10183-5
https://doi.org/10.1186/s12885-022-10183-5
https://doi.org/10.3322/caac.21660
https://doi.org/10.1016/j.bbcan.2021.188585
https://doi.org/10.1016/j.bbcan.2021.188585
https://doi.org/10.1172/JCI128313
https://doi.org/10.1172/JCI128313
https://doi.org/10.1093/jnci/djy234
https://doi.org/10.1093/jnci/djy234
https://doi.org/10.1158/0008-5472.CAN-17-2320
https://doi.org/10.1038/s41388-018-0477-8
https://doi.org/10.1155/2007/175276
https://doi.org/10.1155/2015/589301
https://doi.org/10.1016/j.surge.2017.05.007
https://doi.org/10.1002/ijc.32857
https://doi.org/10.3390/cancers12123749


Page 11 of 11Yan et al. BMC Cancer         (2022) 22:1082  

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your researchReady to submit your research  ?  Choose BMC and benefit from: ?  Choose BMC and benefit from: 

status of tumors in invasive breast carcinoma. Breast Cancer Res Treat. 
2018;168(3):601–12. https:// doi. org/ 10. 1007/ s10549- 017- 4617-6.

 13. Roeke T, Sobral-Leite M, Dekker T, Wesseling J, Smit V, Tollenaar R, et al. 
The prognostic value of the tumour-stroma ratio in primary operable 
invasive cancer of the breast: a validation study. Breast Cancer Res Treat. 
2017;166(2):435–45. https:// doi. org/ 10. 1007/ s10549- 017- 4445-8.

 14. Hothorn T, Lausen B. On the exact distribution of maximally selected rank 
statistics. Comput Stat Data an. 2003;43(2):121–37.

 15 Fabris L, Sato K, Alpini G. Strazzabosco M The Tumor Microenvironment 
in Cholangiocarcinoma Progression. Hepatology. 2021;73(Suppl 1):75–85. 
https:// doi. org/ 10. 1002/ hep. 31410.

 16 Ren B, Cui M, Yang G, Wang H, Feng M, You L, et al. Tumor microenvi-
ronment participates in metastasis of pancreatic cancer. Mol Cancer. 
2018;17(1):108. https:// doi. org/ 10. 1186/ s12943- 018- 0858-1.

 17. Soysal SD, Tzankov A. Muenst SE Role of the Tumor Microenvironment 
in Breast Cancer. Pathobiology. 2015;82(3–4):142–52. https:// doi. org/ 10. 
1159/ 00043 0499.

 18 Insua-Rodriguez J. Oskarsson T The extracellular matrix in breast cancer. 
Adv Drug Deliv Rev. 2016;97:41–55. https:// doi. org/ 10. 1016/j. addr. 2015. 
12. 017.

 19. van Pelt GW, Sandberg TP, Morreau H, Gelderblom H, van Krieken J, Tolle-
naar R, et al. The tumour-stroma ratio in colon cancer: the biological role 
and its prognostic impact. Histopathology. 2018;73(2):197–206. https:// 
doi. org/ 10. 1111/ his. 13489.

 20 Kairaluoma V, Kemi N, Pohjanen VM, Saarnio J. Helminen O Tumour bud-
ding and tumour-stroma ratio in hepatocellular carcinoma. Br J Cancer. 
2020;123(1):38–45. https:// doi. org/ 10. 1038/ s41416- 020- 0847-1.

 21. Zong L, Zhang Q, Kong Y, Yang F, Zhou Y, Yu S, et al. The tumor-stroma 
ratio is an independent predictor of survival in patients with 2018 FIGO 
stage IIIC squamous cell carcinoma of the cervix following primary radical 
surgery. Gynecol Oncol. 2020;156(3):676–81. https:// doi. org/ 10. 1016/j. 
ygyno. 2019. 12. 022.

 22 Kemi N, Eskuri M, Herva A, Leppanen J, Huhta H, Helminen O, et al. 
Tumour-stroma ratio and prognosis in gastric adenocarcinoma. Br J 
Cancer. 2018;119(4):435–9. https:// doi. org/ 10. 1038/ s41416- 018- 0202-y.

 23. Mascitti M, Zhurakivska K, Togni L, Caponio V, Almangush A, Balercia P 
et al. Addition of the tumour-stroma ratio to the 8th edition American 
Joint Committee on Cancer staging system improves survival prediction 
for patients with oral tongue squamous cell carcinoma. Histopathology. 
2020;77(5):810–822. https:// doi. org/ 10. 1111/ his. 14202

 24. de Kruijf EM, van Nes JG, van de Velde CJ, Putter H, Smit VT, Liefers GJ, 
et al. Tumor-stroma ratio in the primary tumor is a prognostic factor 
in early breast cancer patients, especially in triple-negative carcinoma 
patients. Breast Cancer Res Treat. 2011;125(3):687–96. https:// doi. org/ 10. 
1007/ s10549- 010- 0855-6.

 25. Dekker TJ, van de Velde CJ, van Pelt GW, Kroep JR, Julien JP, Smit VT, et al. 
Prognostic significance of the tumor-stroma ratio: validation study in 
node-negative premenopausal breast cancer patients from the EORTC 
perioperative chemotherapy (POP) trial (10854). Breast Cancer Res Treat. 
2013;139(2):371–9. https:// doi. org/ 10. 1007/ s10549- 013- 2571-5.

 26 Downey CL, Simpkins SA, White J, Holliday DL, Jones JL, Jordan LB, 
et al. The prognostic significance of tumour-stroma ratio in oestrogen 
receptor-positive breast cancer. Br J Cancer. 2014;110(7):1744–7. https:// 
doi. org/ 10. 1038/ bjc. 2014. 69.

 27 Downey CL, Thygesen HH, Sharma N. Shaaban AM Prognostic signifi-
cance of tumour stroma ratio in inflammatory breast cancer. Springer-
plus. 2015;4:68. https:// doi. org/ 10. 1186/ s40064- 015- 0852-7.

 28. Brenner H. Blettner M Controlling for continuous confounders in epide-
miologic research. Epidemiology. 1997;8(4):429–34.

 29 West NP, Dattani M, McShane P, Hutchins G, Grabsch J, Mueller W, et al. 
The proportion of tumour cells is an independent predictor for survival in 
colorectal cancer patients. Br J Cancer. 2010;102(10):1519–23. https:// doi. 
org/ 10. 1038/ sj. bjc. 66056 74.

 30 Roxanis I, Colling R, Kartsonaki C, Green AR. Rakha EA The significance of 
tumour microarchitectural features in breast cancer prognosis: a digital 
image analysis. Breast Cancer Res. 2018;20(1):11. https:// doi. org/ 10. 1186/ 
s13058- 018- 0934-x.

 31. Hansen TF, Kjaer-Frifeldt S, Lindebjerg J, Rafaelsen SR, Jensen LH, 
Jakobsen A, et al. Tumor-stroma ratio predicts recurrence in patients 
with colon cancer treated with neoadjuvant chemotherapy. Acta Oncol. 
2018;57(4):528–33. https:// doi. org/ 10. 1080/ 02841 86X. 2017. 13858 41.

 32. Viale G Cytokeratin immunocytochemistry in the practice of diagnostic 
histopathology. Ultrastruct Pathol. 1988;12(4):iii-vii. https:// doi. org/ 10. 
3109/ 01913 12880 90642 06

 33. Zhao K, Li Z, Yao S, Wang Y, Wu X, Xu Z, et al. Artificial intelligence quanti-
fied tumour-stroma ratio is an independent predictor for overall survival 
in resectable colorectal cancer. Ebiomedicine. 2020;61:103054. https:// 
doi. org/ 10. 1016/j. ebiom. 2020. 103054.

 34 Panayiotou H, Orsi NM, Thygesen HH, Wright AI, Winder M, Hutson R, 
et al. The prognostic significance of tumour-stroma ratio in endome-
trial carcinoma. Bmc Cancer. 2015;15:955. https:// doi. org/ 10. 1186/ 
s12885- 015- 1981-7.

 35. Bussard KM, Mutkus L, Stumpf K, Gomez-Manzano C. Marini FC Tumor-
associated stromal cells as key contributors to the tumor microenvi-
ronment. Breast Cancer Res. 2016;18(1):84. https:// doi. org/ 10. 1186/ 
s13058- 016- 0740-2.

 36 Mueller MM, Fusenig NE. Friends or foes - bipolar effects of the tumour 
stroma in cancer. Nat Rev Cancer. 2004;4(11):839–49. https:// doi. org/ 10. 
1038/ nrc14 77.

 37. Junttila MR. de Sauvage FJ Influence of tumour micro-environment 
heterogeneity on therapeutic response. Nature. 2013;501(7467):346–54. 
https:// doi. org/ 10. 1038/ natur e12626.

 38 Chen X. Song E Turning foes to friends: targeting cancer-associated fibro-
blasts. Nat Rev Drug Discov. 2019;18(2):99–115. https:// doi. org/ 10. 1038/ 
s41573- 018- 0004-1.

 39. Pan H, Gray R, Braybrooke J, Davies C, Taylor C, McGale P, et al. 20-Year 
Risks of Breast-Cancer Recurrence after Stopping Endocrine Therapy at 
5 Years. N Engl J Med. 2017;377(19):1836–46. https:// doi. org/ 10. 1056/ 
NEJMo a1701 830.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.

https://doi.org/10.1007/s10549-017-4617-6
https://doi.org/10.1007/s10549-017-4445-8
https://doi.org/10.1002/hep.31410
https://doi.org/10.1186/s12943-018-0858-1
https://doi.org/10.1159/000430499
https://doi.org/10.1159/000430499
https://doi.org/10.1016/j.addr.2015.12.017
https://doi.org/10.1016/j.addr.2015.12.017
https://doi.org/10.1111/his.13489
https://doi.org/10.1111/his.13489
https://doi.org/10.1038/s41416-020-0847-1
https://doi.org/10.1016/j.ygyno.2019.12.022
https://doi.org/10.1016/j.ygyno.2019.12.022
https://doi.org/10.1038/s41416-018-0202-y
https://doi.org/10.1111/his.14202
https://doi.org/10.1007/s10549-010-0855-6
https://doi.org/10.1007/s10549-010-0855-6
https://doi.org/10.1007/s10549-013-2571-5
https://doi.org/10.1038/bjc.2014.69
https://doi.org/10.1038/bjc.2014.69
https://doi.org/10.1186/s40064-015-0852-7
https://doi.org/10.1038/sj.bjc.6605674
https://doi.org/10.1038/sj.bjc.6605674
https://doi.org/10.1186/s13058-018-0934-x
https://doi.org/10.1186/s13058-018-0934-x
https://doi.org/10.1080/0284186X.2017.1385841
https://doi.org/10.3109/01913128809064206
https://doi.org/10.3109/01913128809064206
https://doi.org/10.1016/j.ebiom.2020.103054
https://doi.org/10.1016/j.ebiom.2020.103054
https://doi.org/10.1186/s12885-015-1981-7
https://doi.org/10.1186/s12885-015-1981-7
https://doi.org/10.1186/s13058-016-0740-2
https://doi.org/10.1186/s13058-016-0740-2
https://doi.org/10.1038/nrc1477
https://doi.org/10.1038/nrc1477
https://doi.org/10.1038/nature12626
https://doi.org/10.1038/s41573-018-0004-1
https://doi.org/10.1038/s41573-018-0004-1
https://doi.org/10.1056/NEJMoa1701830
https://doi.org/10.1056/NEJMoa1701830

	Tumour stroma ratio is a potential predictor for 5-year disease-free survival in breast cancer
	Abstract 
	Background: 
	Methods: 
	Results: 
	Conclusion: 

	Background
	Methods
	Study population
	Tissue microarray (TMA) construction
	Immunohistochemical (IHC) staining
	TSR assessment
	Statistical analysis

	Results
	Patients characteristics
	TSR evaluation
	Correlation between TSR and clinical pathological parameters
	Prognostic value of TSR as a continuous variable
	The prognostic value of TSR as a categorical variable

	Discussion
	Conclusion
	Acknowledgements
	References


